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00 | 0.345 | 0.167 2.06 150.7
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Fig. 1 The multiplex PCR amplification of 5 kinds of meat
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Fig. 2 The specific results of primers
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Fig. 3 PCR sensitivity of pigs
3F: M.100bp DNAladder;1:100%;2:10%;3:1%;4:0.1%;5:0.01%;
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Fig. 5 PCR sensitivity of chichens and ovines
3E: M.100bp DNAladder; Hrh 1-9 #38, 10-18 ¥,
1.100%;2.10%;3.1%;4.0.1%;5.0.01%;6.0.001%;7.0.0001%;8.0.00001
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